What Is Claimed Is: 



1. X isolated human, murine, or yeast 
receptor or Fas/APO-induced apoptosis. 



sentrin polypeptide that inhibits TNF 



2. The polypeptide according 
sentrin- 1 polypeptide. 



to claim 1, wherein said sentrin polypeptide is s 



3. The polypeptide according to 



I 

claim 2, wherein said sentrin-1 polypeptide 



compnses an ammo acid\equence having at least 10 contiguous amino acids of 
SEQ ID NO:2. 



The polypeptide according to 6laim 3, 



wherein said sentrin-1 polypeptide 



compnses 



the amino acid sequence df SEQ ID NO:2. 



20 5. 



A purified nudeic acid segment encod^a human, murine, or yeast sentrin 
polypeptide. 



25 



6. The nucleic acid segment 

human sentrin-1 polypeptide. 



of claim 5, wherein said nWleic acid segment encodes a 



30 



/ 



7. The nucleic acid segment 



comprising an amino acid sequence 
SEQ IDN0.2. 



of claim 6, further defined as encoding a polypeptide 



having at least 10 contiguou^amino acids of 
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t nf claii/v further defined as encoding a polypeptide 
\The nucleic acid segment of claim /, mnne 

Wising the amino acid sequence of SEQ ID NO :2. 



9. The nucfeic acid segment 



of claim 5, further defined as an RNA segment. 



the nucleic acid sequence of SEQ ID NO:l, or 



in A nucleic acid>segment comprising 

ID NO: 1 , under additions of high stringency. 



„. ThenuCeicacidsegmenXfdaim^O.comprisrnganisoiaredsen.ringene. 



12. The nucleic acid segment c 
yeast sentrin gene. 



of clah/l 1, comprising an isolated human, murine, or 




13 The nucieic acid segment of ciaim 12 ,\herein said segment encodes an amrno 
: eo m prisingat 1 eastaboutVt i guou S aminoac 1 dres 1 dues ft om 



acid sequence c 
SEQIDNO:2. 



14 The nucleic acid segment of claim 10, wherein ^ 

polypeptide of from about 1 5 to about 45 amino acids inlength. 




id sentrin gene encodes a 
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15 .\ The nucle, acid segment of clan/ 10, wherein arid sentrin gene encodes a 
polypeptide of from about 46 to about 75 amino acids in length. 

/ 

5 16 . The Wleic acid segment of claim 10, wherein said sentrin gene encodes a 
poly P V de of from ab0Ut 76 t0 ab ° Ut 100 ^ ^ ^ len§th ' 



17. The nucleic acid segment 



of claim 10, wherein said sentrin gene encodes a 



10 P 0l > 



■lypeptide of about 101 amino acids in length. 




of clain/lO, further comprising a recombinant vector. 



18. The nucleic acid segment 



19 The nucleic acid segment^ claim 10, wherein said nucleic acid is operatively 
linked to a promoter, said p\moter expressing said nucleic acid segment. 



20. A recombinant host 



cell comprising the nucleic acid segment of claim 10. 



2 1 . The recombinant 



host cell of claim 20, further defined as a prokaryotic cell. 
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22. The recombinant host cell of claim. 21 , further\efined as a bacterial cell. 



23 . The recombinant host 



cell of claim 20, further defined^ an eukaryotic cell. 
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recombinant host cell of claim 23, further defined as a yeast cell or an animal 



The recombinant host cell of claimM, wherein said cell is a mammalian cell. 



26. 



The recombinant host cell of claim 20, wherein said nucleic acid segment is 
introduced into the cell by means of a recombinant vector. 
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27. The recombinant ho\ cell of claim" 20, wherein said host cell expresses said 
nucleic acid segment to produce a sentrin polypeptide. 

v V f 

28. The recombinant host cell V claim 27, wherein said sentrin polypeptide 
comprises an amino acid sequence having at least 10 contiguous amino acid 
residues from SEQ ID NO:2. 



29. A method of using a nucleic acid segment^ encodes an isolated mammalian or 
yeast sentrin polypeptide, comprising the steps of: 
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(a) preparing a 



recombinant vector in which a mammalian or yeast sentrin 



polypeptide-encoding nucleic acid seg ment X is positioned underAe control 
of a promoter; \ 



(b) 



introducing said recombinant vector into a host cell; 
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(c) culturing said host cell under conditions effective to allow expression of 
the encoded polypeptide; and 

(d) \ collecting said expressed sentrin polypeptide. 



A nucleic acid characterized as: 



(a) 



(b) 



an isolated nucleic acid segment comprising a sequence region that 
consists of\t least 14 contiguous nucleotides that have the same sequence 
as or are complementary to, 14 contiguous nucleotides of SEQ ID NO:l; 

° ; \ A 

an isolated nucleoid segmeCoffrom 14 to about 10,000 nucleotides in 
length that hybridize\to the nucleic acid segment of SEQ ID NO: 1 ; or the 
complement thereof, urider standard hybridization conditions. 
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31. 



32. 



The nucleic acid segment of claim 30, farther defined as comprismg a 



Sequence region that consists of at le^t 14 contiguous nucleotides that 
have the same sequence as, or are complementary to, 14 contiguous 
nucleotides of SEQ ID NO : 1 . 

The nucleic acid segment of claim 30, further defoed as comprising a nucleic acid 
segment of from 14 tff about ±0;000 nucleotides in length that hybridizes to the 
nucleic acid segment of SEQ ID NO:l, or the complement thereof, under standard 
hybridization conditions. 
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v The nucleic acid segment of clain( 32, wherein the segment comprises a sequence 
*gion of at least about 20 nucleotides; or wherein the segment is about 20 
nucleotides in length. 

/ 

The nucleoid segment of claim 33, wherein the segment comprises a sequence 
region of atW about 30 nucleotides; or wherein the segment is about 30 
nucleotides in length. 

The nucleic acid segment of claim 34, wherein the segment comprises * 
sequence region of at lea\about 40 nucleotides; or wherein the segment is 
about 40 nucleotides in leng 



36. 



The nucleic acid segment of claimV wherein the segment comprises a sequence 
region of at least about 50 nucleotides; or wherein the segment is about 50 
nucleotides in length. 



20 / \ 

37 The nucleic acid segment of claim 36, whereinW segment compnses a sequence 
region of at least about 100 nucleotides; or wherein the segment is about 100 
nucleotides in length. 
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The nucleic acid segment of claini 37, wherein the segment*"* a sequence 
region of at least about 200 nucleotides; or wherein the sW is about 200 
nucleotides in length. 
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39 \The nucleic acid segment of clattnls, wherein the segment comprises a sequence 
^gion of at least about 300 nucleotides; or wherein the segment is about 300 
nucleotides in length. 



40. The nucleic acid segment of claim 39, wherein the segment comprises the 
sequence ofSEQ IDNO-1. 



10 41. The nucleic acid segment 
basepairs in length. 



of claim 31, wherein the segment is up to about 10,000 



( 



acid segment of claim 41, wpein the segment is up to about 5,000 



42. The nucleic acid segment orciaim i , wfi< 
15 basepairs in length. 



43. The nucleic acid segment 
basepairs in length. 



of claim 42, wherein the segment is up to about 4,000 



20 



44. The nucleic acid segment of claim 43, where\the segment is up to about 3,000 
basepairs in length. 

/ 

.45. :The nuokic acid segment of claim. 44, whereto the segment is up to about 2000 
basepairs in length. 
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V method for detecting a nucle.c ac.d sequence encodtng a sentrin po,ypep.ide, 
comprising the steps of: 

(a) Vanning sample nnc.eic acids suspected of encoding a sentrin 
polypeptide; 

00 contX said satnple nucleic acids with an isolated nucletc acid segment 
encodiAsaid sentrin polypeptide under conditions effective to allow 
hybridization of substantially complementary nucleic acids; and 

(c) detecting th^ridized complementary nucleic acids thus formed. 

s 



/ 



47. The method of claim 46, wherein the 
within a cell. 




mple nucleic acids contacted are located 



48. The method of claim 46, wherein \ sample nucleic acids are separated from a 
cell prior to contact. 



49 The method of c.aim 46, whereir, the isolated sentrin polypeptide-encodmg 
' nucleic acid segment comprises a detectable label and the hybrrdtzed 
complementary nucleic acids are detected by detecting said label. 



50. A nucleic acid detection kit comprising, in suitable container means, an isolated 
sentrin nucleic acid segment and a detection reagent. > 
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51. \The nucleic ac.d de.ect.on kit of Cairn 50, wherein the detection reagent ,s a 
letectable label that is linked to said sentrin nucleic acid segment. 



52 . The nucleic acid detection kit of claim 50, farther comprising one or more 
restrictionenzymes. 



53 A composition, L from total ce.ls, comprising a polypeptide having a primary 
sequence which eo^n- at least about 10 contiguous amino acid residues from 
SEQ IDNO:2. 



f i A « rirniDrisine a polypeptide having a primary 
54. The composition of clairn^53, cpmp^ising d P yy r 



sequence which comprises 
residues from SEQIDNO:2. 



atvleas/ abovlt 15 to about 20 contiguous amino acid 



55 The composition of claim 53, coUising a polypeptide having a primary 
sequence which comprises at least ab^ut 21 to about 30 contiguous ammo acid 
residues from SEQ ID NO:2. 



56 The composition of claim 53, comprising V polypeptide having a primary 
sequence which comprises at least about 31 to V 40 ^ ^ 

residues from SEQ ID NO:2. 
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57 Apposition of clatn^, wherein said polypeptide composes a recombman 
' poXioe, a polypeptide, or a polypeptide hav,ng an ammo acd 

seoue^tated .noneormoream.no acid residues spared to native sentrm. 

58 A purrfied \body that binds to a mammalian or yeast sentrin poiypeptide, 
wherein said anybody also binds to the poiypeptide of SEQ ID N0:2. 



The antibody of dairnVs, wherein said antibody is linked to a detectable label. 



60 . The antibody of Cainr ^wherein sallibody rs linked to a btotrn abe, 
radioactive .abe,, a fluorogenkbel, a U» magnetic spin resonance label, 
w enzyme that generates a co\ored pioducl upon contact with a chromogen,c 
substrate. 
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61 The antibody of clainr W whereinNsaid antibody is linked to an alkaline 
phosphatase, hydrogen peroxidase or glucose oxidase enzyme. 



a mammalian or yeast sentrin polypeptide. 



30 



63. 



A method of detecting a ubi q »itin conjugating enzy\e polypeptide, compnsmg 
contacting said polypeptide with an amount of\ sentrin-1 polypepude 
composition effective to bind said ubiauitin conjugating enzyme polypeptide, and 
detecting the complexes so bound. 
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64 \ m e,nod of detecting a PML pdypeptide, coning contacting sa,d 

X* - — ° f a sentrin -' po,ypept,de compos,t,on 

b,nd \d PML polypeptide, and de.ect.ng ,he complexes so bound. 

65 A co m posit\co m p ri sing an amount of a polypeptide acceding to cto 53 
effective to inhioitTNFR- or Fas/APO-l-induced apop.os.s. 

«. Am ethodfo r detectin^^ 

W obtainingasampV^^ 

(b) contacting said j^Uh ' ** ^ ^ ^ II 

W senttin poiypeptide und H conditions effective to fonn an — 

complex; and 



10 



15 
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(c) detecting the immune complex so formed. 



67 A m ethod of inhibiting or preventing TNFR-or Fas/Apo-1 induced apoptos, 
Xrisingadmimsterrngtoamammalap 



apoptosis. 
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\method of inhibiting or modulating sentrin polypeptide function in a mammal, 
Arising administering to said mammal a composition comprising an antibody 

that sX cificall y binds a sentrin p° l yp e P tide - 



A method of determining the aggressiveness of a tumor, comprising determining 
the amount of altrin polypeptide produced by a cell and comparing the amount 
so produced with a\rmal cell wherein pverexpression of the protein is indicative 
of the aggressiveness ofsaid tumor. 

A method of producing VdeaJtaVtumor cell, said method comprising 
contacting said tumor cell wit^ composition effective to prevent sentrinization in 
said cell. 




The method of claim 70, wherein said "sentrinization is prevented by blocking the 
interaction of sentrin and Ubc9. 



The method of claim 70, wherein said composition comprises a C-terminal 
peptide fragment of sentrin. 
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